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Histogram of Template Microbiome Counts

as.numeric(as.vector(as.matrix(dfData)))
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Histogram of Logged Template Microbiome Counts

log(as.numeric(as.vector(as.matrix(dfData))))
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funcGenerateFeatureParameters: Original data expectation

vdExp
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Final: Log normal matrix

as.vector(mat_random_lognormal_bugs[["mat_bugs"]])

F
re

qu
en

cy

0 1000 2000 3000 4000 5000 6000

0
20

00
40

00
60

00
80

00


